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In September 2017, a cluster of monopha-
sic  Salmonella  Typhimurium isolates was iden-
tified at the National Reference Laboratory for 
Enteropathogenic Bacteria in Norway. We investigated 
the cluster to identify the source and implement con-
trol measures. We defined a case as a person with 
laboratory-confirmed salmonellosis with the outbreak 
strain multiple locus variable-number tandem repeat 
analysis type. We conducted descriptive epidemiologi-
cal and environmental investigations and performed 
whole genome sequencing (WGS) with core and acces-
sory genome multilocus sequence typing of all iso-
lates from cases or the environment connected with 
this outbreak. We identified 21 cases, residing in 10 
geographically dispersed counties, all of whom had 
consumed food or drinks from a café at Oslo Airport. 
Case distribution by date of symptom onset suggested 
that a point source was introduced in mid-August fol-
lowed by continued environmental contamination. The 
incubation periods ranged 0–16 days and increased 
as the outbreak progressed, likely due to increasingly 
low-dose exposure as control measures were imple-
mented. WGS confirmed an identical cluster type-944 
in all cases and six environmental specimens from 
the café. Control measures, including temporary clo-
sure and kitchen refurbishment, failed to eliminate the 
environmental source. We recommend strengthened 
hygiene measures for established environmental con-
tamination during an outbreak.

Background
Non-typhoidal  Salmonella  infection is the second 
most commonly reported gastrointestinal infection 
in the European Union/European Economic Area (EU/
EEA) [1]. In Norway,  Salmonella  infections have been 
notifiable to the Norwegian Surveillance System for 
Communicable Diseases (MSIS;  http://www.msis.
no/) since 1975. Since 2005, between 866 and 1,942 
cases of salmonellosis have been reported annu-
ally. Typically, 60–80% of notified cases are acquired 
abroad, as Norway has few established domes-
tic Salmonella reservoirs. S. Typhimurium is one of the 
most commonly encountered  Salmonella  serovars in 
Norway accounting for 33% of domestically acquired 
salmonellosis cases in 2000-15 [2]. In the past 20 
years, monophasic  S.  Typhimurium with antigenic for-
mula 4,[5],12:i.- has been identified in several coun-
tries, both in production animals and human cases 
[2-4]; monophasic  S.  Typhimurium is especially asso-
ciated with pig production [5,6]. In Europe, the first 
described monophasic  S.  Typhimurium outbreak was 
caused by a ‘Spanish clone’, which emerged in 1997 
[7]. In Norway, monophasic  S.  Typhimurium was first 
identified in 2007 and in 2016, it accounted for 12% of 
all salmonellosis cases and 17% of all domestic salmo-
nellosis cases reported to the Norwegian Institute for 
Public Health (NIPH) [8].

The incubation period of salmonellosis is typically 
between 6 and 72 hours, but incubation periods of up 
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to 16 days have been documented following low-dose 
exposure [9-11]. The infectious dose for salmonello-
sis varies by serovar but is usually > 105  bacteria [12]. 
Symptoms of non-typhoidal salmonellosis are diar-
rhoea, nausea, headache and abdominal cramps. Fever 
may also be present [13].

Outbreak detection
On Friday 15 September 2017, the National Reference 
Laboratory (NRL)  for Enteropathogenic Bacteria (NRL) 
for human matrices at NIPH reported a cluster of six 
monophasic S.  Typhimurium isolates sharing a rare 
multiple locus variable-number tandem repeat analy-
sis (MLVA) type (3-13-12-NA-210). The cases resided in 
five geographically dispersed municipalities in Norway 
and no travel abroad was reported in the week before 
symptom onset. NIPH initiated an outbreak investiga-
tion in collaboration with the Norwegian Food Safety 
Authority (NFSA) and the municipal medical officers in 
the affected municipalities to identify the source of the 
outbreak in order to implement control measures and 
prevent further spread.

Methods

Case definition
For this outbreak, a case was defined as a person 
residing in Norway with a laboratory-confirmed infec-
tion with monophasic S. Typhimurium MLVA type 3-13-
12-NA-210 sampled after 15 August 2017.

Case finding
In Norway, all Salmonella isolates are submitted by the 
medical microbiology laboratories to NRL at NIPH for 
confirmation and characterisation.

On 15 October 2017, the NIPH requested, through 
the Epidemic Intelligence Information System (EPIS) 
coordinated by the European Centre for Disease 
Prevention and Control (ECDC), information on whether 
other countries had identified cases of monopha-
sic S. Typhimurium with the outbreak MLVA type.

Epidemiological investigation
Four initial cases were interviewed using a stand-
ardised 19-page  Salmonella-specific trawling ques-
tionnaire [14]. The questionnaire included detailed 
questions about food consumption and purchases, 
animal contact and environmental exposures in the 
week before the onset of symptoms, as well as clini-
cal and demographic information. Following analysis of 
information from these interviews, the questionnaire 
was shortened to focus on categories of most interest, 
which included domestic travel before symptom onset 
and food items consumed at the cafés at Oslo Airport. 
The interviews were carried out by municipal medical 
officers in the municipality of the cases or by NFSA and 
NIPH staff.

A descriptive analysis of the cases and results of the 
interviews was conducted using Excel 2013 and STATA 

v15 (StataCorp, College Station, Texas, United States). 
The mean incubation periods of cases in the periods of 
August 2017 and September 2017 onwards were com-
pared by t-test.

Microbiological investigation

Human specimens
In Norway, all faecal specimens from patients with gastro-
enteritis are routinely analysed for at least Salmonella, 
Campylobacter, Shigella  and  Yersinia  at the medical 
microbiology laboratories. Salmonella isolates are sub-
mitted to the NRL at NIPH, where they are serotyped by 
agglutination tests with antisera (SIFIN, Berlin, Germany 
and Statens Serum Institut (SSI), Hillerød, Denmark) 
according to the White-Kauffmann scheme [15] and 
MLVA typed as described previously [16]. The isolates 
were tested for susceptibility to ampicillin, azithromy-
cin, cefotaxime, gentamicin, meropenem, pefloxacin, 
tetracycline, and trimethoprim-sulphamethoxazole 
according to the European Committee on Antimicrobial 
Susceptibility Testing (EUCAST) 7.1 guidelines (http://
www.eucast.org). Where EUCAST breakpoints were not 
available, epidemiological cut-off values were used 
based on national zone distributions (tetracycline: 
R < 17 mm) [17].

Environmental and food specimens
Environmental swabs and food specimens were col-
lected by NFSA during site inspection on 22 September 
and environmental swabs on 21 November 2017. 
These were analysed at the Norwegian Veterinary 
Institute, NRL-Salmonella from non-human matrices, 
for the presence of  Salmonella  and  Escherichia coli. 
Monophasic  S.  Typhimurium variants were identified 
according to the European Food Safety Authority (EFSA) 
recommendations [18] and sent to the NRL at NIPH for 
further typing as described above.

In the period 13–23 October, environmental samples 
collected by the company operating the café were ana-
lysed at a private laboratory and sent to the Norwegian 
Veterinary Institute for verification and then submitted 
to the NRL at NIPH for typing as described above.

Comparison of isolates
All human and environmental monopha-
sic  S.  Typhimurium isolates connected with the 
outbreak were analysed at NIPH by whole genome 
sequencing (WGS). The raw reads were submitted to the 
European Nt Archive (ENA) under the accession num-
bers ERS3466858-ERS3466884. Classical multilocus 
sequence typing (MLST, 7 loci) core genome (cgMLST, 
3,002 loci) and accessory genome MLST (aMLST, 1,324 
loci) containing 4,333 loci was performed on WGS data. 
The cgMLST was performed as previously described 
[19]; for the in-house aMLST S.  Typhimurium TW-Stm6 
(CP019649.1) was used as a reference genome.

The online tool ResFinder version 3.0, available at 
the Center for Genomic Epidemiology (http://www.
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genomicepidemiology.org/) was used for sequence-
based identification of acquired resistance genes 
using assembled genomes obtained through SPAdes 
Genome Assembler version 3.0 (Algorithmic Biology 
Laboratory, St. Petersburg University, St. Petersburg, 
Russia) [20]. Default threshold values were used.

Environmental investigation
The NFSA inspected the café kitchen on 20 and 22 
September and 21 November 2017, swabs from kitchen 
surfaces were collected during the two latter inspec-
tions. NFSA also reviewed documentation for sus-
pected food products delivered to the implicated café.
During the period 13 October–15 November, the com-
pany operating the café collected environmental speci-
mens on nine occasions.

Ethical statement
Ethical approval was not required as outbreak investi-
gations are covered under national legislation. Cases 
were asked for consent to participate at the start of the 
interviews.

Results

Epidemiological investigation

Description of the cases
As at 1 February 2018, 21 confirmed cases were 
reported to the NIPH. Thirteen (13/21) were women and 
the median age was 27 years (range 17–60) (Table). The 
cases resided in 10 geographically dispersed counties 
in Norway. International requests returned no reports 
of cases in other European countries.

Date of symptom onset was available for 16 cases and 
ranged from 23 August to 18 November 2017, with the 
majority occurring in the first week of the outbreak 
(Figure 1). For the 15 cases with available date of symp-
tom onset and date of exposure, the incubation period 
ranged between 0 and 16 days and increased as the 
outbreak progressed (p = 0.029) (Figure 2). The median 

incubation period in August was 4.5 days (range 0–5) 
and 9 days (range 2–16) from September onwards.
Four cases were interviewed with the  Salmonella-
specific trawling questionnaire and the remaining cases 
with a more focused questionnaire. All cases inter-
viewed with the trawling questionnaire had visited Oslo 
Airport and had consumed different food or drink items 
at the same café. In total, all 21 cases reported having 
consumed food or drink items at the café between 18 
August and 13 October 2017. The cases reported con-
suming at least three different types of sandwiches 
and seven different fruit or vegetable juices; no single 
common food or drink item was reported by all inter-
viewed cases. No other common exposures at Oslo 
Airport were identified. The cases included members 
of staff at the implicated café.
 

Microbiological investigation
Twenty-one human monophasic  S.  Typhimurium iso-
lates with the MLVA type 3-13-12-NA-210 were identi-
fied by the NRL at NIPH.

Six environmental specimens collected from a kitchen 
drain, water tap and a wall mounted steel shelf were 
positive for the outbreak strain. All 10 collected food 
specimens tested negative for Salmonella.

All isolates of human and environmental origin were 
sequence type (ST) 34 and cluster type (CT) 944. The 
isolates clustered together and cgMLST and aMLST 
showed that there were three or fewer allelic differ-
ences between the isolates (Figure 3).

Table
Description of identified cases in the outbreak of 
monophasic Salmonella Typhimurium MLVA type 
3-13-12-NA-210, associated with a café at Oslo Airport, 
Norway, 2017 (n = 21)

Age group 
 
(years)

Number of cases

Male Female Total

 < 20 1 2 3
20–29 5 4 9
30–39 2 2 4
 ≥ 40 0 5 5
Total 8 13 21

Figure 1
Cases infected with monophasic Salmonella Typhimurium 
MLVA type 3-13-12-NA-210 by week of symptom onsetª 
or week of specimen collectionb, café at Oslo Airport, 
Norway, August–November 2017 (n = 21)
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The outbreak strain was resistant to ampicillin and 
tetracycline and carried the  bla  TEM-1B  and  tetB genes 
that confer resistance to β-lactams and tetracycline, 
respectively.

Environmental and trace-back investigation
The company operating the café provided documen-
tation on wholesalers where they had sourced food 
items; some of them were located outside Norway. 
NFSA received documentation on foods obtained from 
wholesalers in the period 9–25 August, as well as on 
21 September and 26 September 2017. The review of 
documentation connected to food batches delivered to 
the café was inconclusive.

The inspections identified several weaknesses in 
the hygiene routines at the café, including separa-
tion between clean and unclean kitchen areas, use of 
appropriate detergents for different cleaning purposes 
and which basins that should be used to wash hands, 
food items and dishes, respectively. Furthermore, the 
washing routines of workwear was not optimal and 
there was lacking assessment and management of 
potential risks connected with the work processes and 
ingredients.

Outbreak control measures
The timeline for outbreak control measures can be 
seen in Figure 4.

On 22 September, the café closed temporarily to wash 
down the facilities and replace some of the kitchen 
equipment, while awaiting results from environmental 

specimens collected the same day. The café reo-
pened on 13 October and simultaneously engaged a 
private company to collect environmental specimens. 
The next day the café was informed that preliminary 
results from some specimens showed the presence 
of Salmonella and it closed again for an additional wash 
down. New specimens were collected on five occasions 
15–23 October and the facilities were cleaned inten-
sively several times during this period. On 25 October, 
the café reopened. According to the company operat-
ing the café, the staff that reported for work had tested 
negative for  Salmonella, five rounds of negative envi-
ronmental specimens had been analysed and all inven-
tory and kitchen equipment had been replaced. The 
company contracted cleaning staff to perform daily 
cleaning of all contact points and surfaces between 
31 October and 7 November and had environmental 
specimens collected 6 November, while the café was 
open for business. On 7 November, one specimen with 
suspected  Salmonella  was reported among those col-
lected the previous day and the café was closed again. 
The suspected specimen had been collected from a 
shelf in the kitchen that had previously tested negative 
and had been installed after the inspection by NFSA on 
22 September. Following the suspected finding, decon-
tamination was undertaken and new specimens were 
collected on 8 and 15 November. These specimens 
tested negative. Environmental specimens collected by 
NFSA on 21 November were also negative.

Discussion
The dispersion of monophasic  S.  Typhimurium MLVA 
type 3-13-12-NA-210 cases around Norway initially 

Figure 2
Outbreak timeline with incubation periods for cases of monophasic Salmonella Typhimurium MLVA type 3-13-12-NA-210 
infection by date of symptom onsetª or specimen collection dateb, café at Oslo Airport, Norway, 2017 (n = 21)
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suggested an outbreak linked to a nationally distrib-
uted product. Interviews of cases and descriptive epi-
demiology revealed that all cases had travelled by air 
or visited Oslo Airport in the days before illness onset, 
linking the outbreak to a local source. The results 
from the microbiological investigation of human and 
environmental specimens showed that the monopha-
sic  S.  Typhimurium isolates were of the same MLVA 
type and clustered together closely in WGS analysis, 
which pointed to a café at Oslo Airport as the common 
source of the outbreak. This outbreak was likely associ-
ated with consumption of food or drink items from this 
café, which was located outside the security restricted 
area in the terminal and therefore accessible to anyone 
visiting the airport. Trawling interviews and descriptive 
epidemiology, in conjunction with environmental and 
microbiological investigation, were sufficient to iden-
tify the location of the source. This outbreak illustrates 
how WGS can be used to link patient and environmen-
tal specimens in an outbreak investigation context. 
Any suspected outbreak strains were analysed by WGS 
based cgMLST and aMLST, as they were received at 

the NRL at NIPH, which allowed for timely and ongoing 
confirmation of cases and isolates to be linked to the 
outbreak with high resolution.

The dates of onset of the first cases between 22 and 
28 August suggested that the outbreak was caused 
by a point source, likely introduced at the café in mid-
August. During the next several weeks the café was 
open for business, which resulted in ongoing exposure 
for customers and staff. The duration of this outbreak 
from August until November and the increasing incu-
bation period over this time suggested that the source 
was environmental i.e. customers were continuously 
exposed but the dose of  Salmonella  decreased over 
time. Environmental contamination has previously 
been implicated in a protracted  S.  Typhimurium out-
break in the United Kingdom; cases were identified 
over a period of more than 13 months and aerosolised 
drain contamination from a restaurant kitchen drainage 
system was suspected as the source of transmission 
[21]. Previous studies have also indicated that low-
dose exposure is associated with a prolonged incuba-
tion period [9-11], which would fit with the hypothesis 
of a lower dose obtained through contamination of 
food items through an environmental reservoir. As 
salmonellosis cases are normally interviewed about 
their exposures in the week before symptom onset 
for hypothesis generation, investigations of low-dose 
exposure outbreaks may miss exposures outside the 
standard incubation period.

Control measures
The company operating the Oslo Airport café under-
took extensive control measures, including several 
periods of voluntary closure, refurbishment of the 
kitchen and deep cleaning, however, eliminating the 
source of the environmental contamination proved dif-
ficult. This was likely due to the environmental contam-
ination with specimens taken from several sites e.g. a 
kitchen drain, a tap and a steel shelf, all testing posi-
tive for the outbreak strain. The environmental inspec-
tion revealed several weaknesses in kitchen hygiene 
and food handling routines, possibly facilitating the 
cross-contamination of food items and protraction of 
the outbreak. This outbreak highlights the importance 
of ensuring food handlers are provided with adequate 
training to adhere to strict hygiene measures and rou-
tines throughout food handling in order to avoid envi-
ronmental contamination. In addition to these food 
handling and hygiene practices, intensified hygiene 
audits and regular environmental specimen collection 
could be considered, especially in a context where 
large quantities of raw fruits and vegetables are pro-
cessed in a commercial kitchen. Follow up with clean-
ing companies is also important to ensure wash downs 
are conducted as planned.

Source of infection
We are unable to conclude how the source of infec-
tion was introduced at the café. We foresee two pos-
sible hypotheses; the source of infection was either 

Figure 3
Minimum spanning tree of monophasic Salmonella 
Typhimurium MLVA type 3-13-12-NA-210 isolates from 
human and environmental specimens, café at Oslo 
Airport, Norway 2017

Isolates from cases (n = 21)

Environmental specimens (n = 6)

Isolates were characterised by core and accessory gene multilocus 
sequence typing including 4,333 loci. Numbers on branches denote 
allelic differences between isolates.



6 www.eurosurveillance.org

introduced via a contaminated food item, or via 
infected staff.

For the hypothesis that the source of infection was 
introduced by a contaminated food item, there are sev-
eral points to consider. First, while the entire chain of 
cafés sources their ingredients from the same whole-
salers, no other cafés operated by this company in 
Norway (or in other countries) were linked to similar 
infections. However, it is known from the literature 
that partial food batches can be contaminated and it 
is not always known at which point the contamination 
has occurred [22,23]. Second, the cases reported con-
suming different food and drink items from the café, 
making it less likely that one contaminated food item 
was the direct source of infection for all the cases. It 
is possible, however, that one product introduced the 
pathogen into the kitchen environment. Third, the out-
break was prolonged, even though the foods handled 
at the café were fresh produce with a short shelf life. 
Finally, the outbreak strain was not detected in food 
specimens collected at the café after the start of the 
outbreak; it is worth noting, however, that food items 
from the batches used in August were not available 
at the time of specimen collection. Detection of the 
outbreak strain in environmental specimens indicates 
that the contamination of the café was extensive. The 
hypothesis of introduction through a contaminated 
food item is supported by how the fresh produce was 
processed at the café, as the environmental inspection 
revealed the risk of cross-contamination.

Some evidence supports the hypothesis of infected 
staff as the source of introduction. First, the out-
break strain was present in specimens obtained from 
some staff members, which indicates that the strain 
circulated among the staff. However, staff members 
reported that they had consumed food items from the 
café, so they may have been exposed at work. Second, 

after being notified of the outbreak, the company oper-
ating the café required all staff members to provide a 
negative stool specimen before they could report to 
work; some asymptomatic staff members were iden-
tified this way. Finally, information obtained from the 
company operating the café shows staff members may 
have been ill in the run-up to the start of the outbreak. 
However, it is unknown whether any previous illness 
was caused by the outbreak strain.

Conclusions and recommendations
This common source monophasic  S.  Typhimurium 
MLVA type 3-13-12-NA-210 outbreak at Oslo Airport has 
implications beyond the local setting, as cases resided 
in several dispersed counties across the country. 
Although our EPIS request returned no reports of inter-
national cases, an outbreak at an international airport 
could easily have geographically wider implications. 
Furthermore, the café, where large quantities of fresh 
ingredients are processed, is part of an international 
chain with the company operating cafés in at least 
seven European countries, in addition to countries out-
side Europe.

The epidemiological and microbiological results from 
cases and environmental specimens obtained at the 
café support the hypothesis of a common source 
monophasic  S.  Typhimurium MLVA type 3-13-12-NA-
210 outbreak. No further cases or isolates of the out-
break strain were identified at the NRL at NIPH after 18 
December 2017, which indicates that the control meas-
ures that were implemented, including the voluntary 
closure of the café, successfully ended the outbreak. 
We recommend molecular surveillance for outbreak 
detection and investigation, strengthened hygiene 
measures in the case of established environmental 
contamination and awareness of long incubation peri-
ods where low dose contamination may be a driving 
factor for transmission.

Figure 4
Flowchart of the control measures taken during the outbreak of monophasic Salmonella Typhimurium, café at Oslo airport, 
Norway, 2017

22 23
September

12 13 14 15
October

23 25
October

31
October

6
November

7 8 15
November

21
November

Café closed

Café closed

Café reopened Café reopened Café closed

Environmental 
specimens 
collected

Intensive cleaning of café
Café kitchen refurbishment

Environmental 
specimens
collected

Environmental 
specimens positive 
for Salmonella 

Intensive cleaning of café
Environmental specimens 

collected on five occasionsa
Daily intensified
cleaning of kitchen

Environmental 
specimens
collected

Environmental 
specimen positive 
for Salmonella 

Intensive cleaning of café

Environmental specimens 
collecteda

a Environmental specimens that tested negative for the outbreak strain Salmonella Typhimurium MLVA type 3-13-12-NA-210.



7www.eurosurveillance.org

Acknowledgements
We are grateful to all the municipal medical officers and lo-
cal food safety authorities in the involved municipalities for 
their collaboration during the investigation of this outbreak. 
We also acknowledge local and international EUPHEM and 
EPIET coordinators for guidance and Loredana Ingrosso for 
reviewing the manuscript.

Funding statement: No external funding received.

Conflict of interest
LS is a co-investigator in an unrelated study, for which the 
National Institute for Health and Welfare, Finland, has re-
ceived research funding from GlaxoSmithKline Biologicals 
SA. The other authors report no potential conflicts of 
interest.

Authors’ contributions
LS drafted the manuscript. LS, EM, HL, LE, LV and KN carried 
out patient interviews, compiled the descriptive analysis 
and contributed to the epidemiological investigation. TS and 
LMM managed the outbreak response locally. GH coordinat-
ed the environmental investigations and trace-back investi-
gations. LTB and UN conducted laboratory investigations on 
human specimens. GSJ and BB conducted laboratory investi-
gations on food samples. All authors contributed to the writ-
ing of this manuscript and approved the final version.

References
1. European Centre for Disease Prevention and Control 

(ECDC). Salmonellosis. Stockholm: ECDC; 2018. Available 
from: https://ecdc.europa.eu/en/publications-data/
salmonellosis-annual-epidemiological-report-2015

2. MacDonald E, White R, Mexia R, Bruun T, Kapperud G, Brandal 
LT, et al. The role of domestic reservoirs in domestically 
acquired Salmonella infections in Norway: epidemiology 
of salmonellosis, 2000-2015, and results of a national 
prospective case-control study, 2010-2012. Epidemiol Infect. 
2018;147:1-8. PMID: 30428947 

3. Switt AI, Soyer Y, Warnick LD, Wiedmann M. Emergence, 
distribution, and molecular and phenotypic characteristics 
of Salmonella enterica serotype 4,5,12:i:-. Foodborne Pathog 
Dis. 2009;6(4):407-15.  https://doi.org/10.1089/fpd.2008.0213  
PMID: 19292687 

4. Hopkins KL, Kirchner M, Guerra B, Granier SA, Lucarelli C, 
Porrero MC, et al. Multiresistant Salmonella enterica serovar 
4,[5],12:i:- in Europe: a new pandemic strain? Euro Surveill. 
2010;15(22):19580. PMID: 20546690 

5. European Food Safety Authority (EFSA). The European 
Union summary report on trends and sources of zoonoses, 
zoonotic agents and food-borne outbreaks in 2016. EFSA J. 
2017;15(12):5077.

6. Bonardi S. Salmonella in the pork production chain and its 
impact on human health in the European Union. Epidemiol 
Infect. 2017;145(8):1513-26.  https://doi.org/10.1017/
S095026881700036X  PMID: 28241896 

7. Echeita MA, Aladueña A, Cruchaga S, Usera MA. Emergence 
and spread of an atypical Salmonella enterica subsp. 
enterica serotype 4,5,12:i:- strain in Spain. J Clin Microbiol. 
1999;37(10):3425. PMID: 10488227 

8. Folkhelseinstitutet (FHI). Overvåkning av sykdommer som 
smitter fra mat, vann og dyr, inkludert vektorbårne sykdommer 
2016 [Annual Surveillance Report for Zoonotic, Food, Water 
and Vectorborne Infectious Diseases in Norway 2016]. Oslo: 
FHI; 2017. Norwegian. Available from: https://www.fhi.no/
publ/2017/overvakning-av-infeksjonssykdommer-som-smitter-
fra-mat-vann-og-dyr-inkluder/

9. Mintz ED, Cartter ML, Hadler JL, Wassell JT, Zingeser JA, Tauxe 
RV. Dose-response effects in an outbreak of Salmonella 
enteritidis. Epidemiol Infect. 1994;112(1):13-23.  https://doi.
org/10.1017/S095026880005737X  PMID: 8119352 

10. Roberts-Witteveen AR, Campbell BA, Merritt TD, Massey 
PD, Shadbolt CT, Durrheim DN. Egg-associated Salmonella 

outbreak in an aged care facility, New South Wales, 2008. 
Commun Dis Intell Q Rep. 2009;33(1):49-52. PMID: 19618772 

11. Abe K, Saito N, Kasuga F, Yamamoto S. Prolonged incubation 
period of salmonellosis associated with low bacterial doses. J 
Food Prot. 2004;67(12):2735-40.  https://doi.org/10.4315/0362-
028X-67.12.2735  PMID: 15633679 

12. Kothary MH, Babu US. Infective dose of foodborne pathogens 
in volunteers: A review. J Food Saf. 2001;21(1):49-68.  https://
doi.org/10.1111/j.1745-4565.2001.tb00307.x 

13. Crum-Cianflone NF. Salmonellosis and the gastrointestinal 
tract: more than just peanut butter. Curr Gastroenterol Rep. 
2008;10(4):424-31.  https://doi.org/10.1007/s11894-008-0079-
7  PMID: 18627657 

14. Folkhelseinstitutet (FHI). Spørreskjema, retningslinjer 
og andre hjelpemidler [Questionnaire, guidelines 
and other aids]. Oslo: FHI; [Accessed 15 Sept 2017]. 
Norwegian. Available from: https://www.fhi.no/nettpub/
utbruddsveilederen/sporreskjema-retningslinjer-og-andr/
sporreskjema-og-retningslinjer/

15. World Health Organization (WHO)/Institut Pasteur. WHO 
Collaborating Centre for Reference and Research on 
Salmonella. Antigentic Formulae of the Salmonella Serovars. 
Paris: WHO/Institut Pasteur. 2007. Available from https://www.
pasteur.fr/sites/default/files/veng_0.pdf

16. Peters T, Bertrand S, Björkman JT, Brandal LT, Brown DJ, 
Erdõsi T, et al. Multi-laboratory validation study of multilocus 
variable-number tandem repeat analysis (MLVA) for 
Salmonella enterica serovar Enteritidis, 2015. Euro Surveill. 
2017;22(9):30477.  https://doi.org/10.2807/1560-7917.
ES.2017.22.9.30477  PMID: 28277220 

17. NORM/NORM-VET. 2017. Usage of Antimicrobial Agents and 
Occurrence of Antimicrobial Resistance in Norway. Tromsø / 
Oslo 2018. ISSN:1502-2307 (print)/1890-9965 (electronic).

18. European Food Safety Authority (EFSA). Scientific Opinion 
on monitoring and assessment of the public health risk 
of “Salmonella Typhimurium-like” strains. EFSA Panel on 
biological Hazards (BIOHAZ). EFSA J. 2010;8(10):1826.  https://
doi.org/10.2903/j.efsa.2010.1826 

19. Alikhan NF, Zhou Z, Sergeant MJ, Achtman M. A genomic 
overview of the population structure of Salmonella. PLoS 
Genet. 2018;14(4):e1007261.  https://doi.org/10.1371/journal.
pgen.1007261  PMID: 29621240 

20. Zankari E, Hasman H, Cosentino S, Vestergaard M, Rasmussen 
S, Lund O, et al. Identification of acquired antimicrobial 
resistance genes. J Antimicrob Chemother. 2012;67(11):2640-4.  
https://doi.org/10.1093/jac/dks261  PMID: 22782487 

21. Mair-Jenkins J, Borges-Stewart R, Harbour C, Cox-Rogers J, 
Dallman T, Ashton P, et al. Investigation using whole genome 
sequencing of a prolonged restaurant outbreak of Salmonella 
Typhimurium linked to the building drainage system, England, 
February 2015 to March 2016. Euro Surveill. 2017;22(49):17-
00037.  https://doi.org/10.2807/1560-7917.ES.2017.22.49.17-
00037  PMID: 29233257 

22. Jongenburger I, den Besten HM, Zwietering MH. Statistical 
aspects of food safety sampling. Annu Rev Food Sci 
Technol. 2015;6(1):479-503.  https://doi.org/10.1146/
annurev-food-022814-015546 

23. Lynch MF, Tauxe RV, Hedberg CW. The growing burden of 
foodborne outbreaks due to contaminated fresh produce: 
risks and opportunities. Epidemiol Infect. 2009;137(3):307-15.  
https://doi.org/10.1017/S0950268808001969

License, supplementary material and copyright
This is an open-access article distributed under the terms of 
the Creative Commons Attribution (CC BY 4.0) Licence. You 
may share and adapt the material, but must give appropriate
credit to the source, provide a link to the licence and indicate 
if changes were made. 

Any supplementary material referenced in the article can be 
found in the online version.

This article is copyright of the authors or their affiliated in-
stitutions, 2019.


